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for Dioxins
Dedicated SIM/SRM data quantitative analysis software for Dioxins



Dedicated quantitative analysis software 

for Dioxins  “TQ-DioK*” *Triple Quad DioK

TQ-DioK is a software dedicated for the quantitative processing, which requires simultaneous quantification 
of many isomers such as Dioxins and PCBs, and which requires the quantitative calculation using internal 
standard substances labeled with 13C isotopes. TQ-DioK has a unique GUI and functionalities that are useful 
for such quantitative processing.

■ Possible to automatically assign peaks for each isomer
The retention times of all native compounds are corrected based on the deviation of the retention times of the 13C labeled internal 
standard compounds, and all peaks of not only 2,3,7,8-substituted dioxins/furans but also non-2,3,7,8-substituted dioxins/furans are 
automatically assigned. 

■ Capable of displaying all calibration curve information in a list
Calibration curve (RR) information and individual peak information can also be displayed in GUI.
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■ Capable of exporting all values required for quantitative analysis as a CSV file
TQ-DioK can automatically calculate the values required for quantitative analysis and validation of 2,3,7,8-substituted dioxins/furans 
as well as non-2,3,7,8-substituted dioxins/furans. 
All quantitative values, areas, S/N, RSD, etc. can be exported as a CSV file. The contents of this CSV file are compatible with those 
exported by DioK.

■ Possible to display native compounds and 13C-labeled compounds in the same window
In the "Three Layer Chromatogram Window", you can check the peak assignment status while comparing the measured 
chromatogram of the native compound, the corrected retention time order of each isomer in calculated retention time window, and the 
measured chromatogram of the 13C labeled internal standard substance.

■ Easy manual integration and Judgment for each peak
The manual operation for setting peak baselines is the same as that of DioK. This makes it easy to identify each peak, and the 
coloring function allows the user to check the judgment status of that peak.
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JMS-TQ4000GC: High-throughput Triple QMS

SRM method for Dioxins
JEOL provides a measurement method that allows you to quickly prepare for measurements.

High sensitivity
It has sufficient sensitivity for analysis of Dioxins.

High robustness
It is highly durable and provides stable measurement over a long period.

Easy maintenance
No tools are required to remove or insert the ion source chamber.

■ PCDDs / PCDFs 
(T4-H7: 0.025 pg/µL, O8: 0.05 pg/µL)

JMS-TQ4000GC


